I[MTPUJIOXEHUE

EGFP-IEGRCGS-pHLIPwt

atgagaggatcgcatcaccatcaccatcacggatccgtgagcaagggcgaggagctgttce
M R G S H HHHHHG S V S K G E E L F
accggggtggtgcccatcctggtcgagetggacggcgacgtaaacggccacaagttcage
T G vv P I L VETLDGD V N G HK F S
gtgtccggcgagggcgagggcgatgccacctacggcaagectgaccctgaagttcatetge
vV S G E G E G D AT Y G KL T L K F I C
accaccggcaagctgcccgtgececctggeccacecectegtgaccacecectgacctacggegtg
T T 6 K L P V P W P T L V T T L T Y G V
cagtgcttcagccgctaccececgaccacatgaagcagcacgacttcttcaagteecgecatg
Q C F S R Y P D H M K Q HDF F K S A M
cccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc
P E G Y V. Q E R T I F F K D D G N Y K T
cgcgccgaggtgaagttcgagggcgacaccectggtgaaccgcatcgagectgaagggecate
R A E V K F E G D T L V N R I E L K G I
gacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacaacagccac
D F K E D G NI L G HI KL E Y N Y N S H
aacgtctatatcatggccgacaagcagaagaacggcatccaggtgaacttcaagatcecge
N v Y I M A D K Q K NG I Q V N F K I R
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccecatce
H N I E D G S V Q L A D H Y Q Q N T P I
ggcgacggccccgtgctgectgecccgacaaccactacctgagcacccagtecegecctgage
G bD GG P V L L P DNUHYUL S T Q S A L S
aaagaccccaacgagaagcgcgatcacatggtcctgectggagttecgtgaccgecgecggg
K D P N E K RDHEKEM YV L L E F V T A A G
atcactctcggcatcgaaggtegttgtggtagegectgaacagaatccgatctattggget
I T L 6 T E G R C G S A E Q N P I Y W A
cgttatgctgattggctgtttaccactcecgetgectectgetecgatetggetetgetegtt
R Y A DWUL F T TP L L L L DL AL L V
gatgctgacgaaggtacctga
D A D E G T *

EGFP-IEGRCGS-pHLIPvar3

atgagaggatcgcatcaccatcaccatcacggatccgtgagcaagggcgaggagctgtte
M R G S H HH HHHG S V S K G E E L F
accggggtggtgcccatcctggtcgagetggacggcgacgtaaacggccacaagttcage
T G v v P I L V E L D G D V N G H K F S
gtgtccggcgagggcgagggcgatgeccacctacggcaagctgaccctgaagttcatetge
Vs G E G E G D AT Y G KL T L K F I C
accaccggcaagctgcccgtgeccctggeccaccctecgtgaccaccctgacctacggegtg
T T 6 K L P V P W P T L V T T L T Y G V
cagtgcttcagccgctaccececgaccacatgaagcagcacgacttcttcaagteecgecatg
Q C F S R Y P D H M K Q H D F F K S A M
cccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacc
P E G Y V. Q E R T I F F K D D G N Y K T
cgcgccgaggtgaagttcgagggcgacaccectggtgaaccgcatcgagectgaagggecate
R A E V K F E G D T L V N R I EUL K G I
gacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacaacagccac
D F K E D G NI L G H K L E Y N Y N S H



aacgtctatatcatggccgacaagcagaagaacggcatccaggtgaacttcaagatccge
N VvV ¥ I M A D K Q K N G I Q V N F K I R
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccecate
H N I E D G S V Q L A D HY Q Q N T P I
ggcgacggccccgtgectgectgecccgacaaccactacctgagcacccagtecgecctgage
G D G P V L L P DNUHHYUL S T Q S A L S
aaagaccccaacgagaagcgcgatcacatggtcctgectggagttecgtgaccgececgeecggg
K D P N E K RDHEKEM YV L L E F V T A A G
atcactctcggcatcgaaggtegttgtggtagegectgacgatcagaaccegtggegtget
I T L G I E G R C G S A DD QN P W R A
tacctggacctgctcttteccgaccgatacecctgetecctggatetgetectggtga

Yy L. D L L F p T D T L L L D L L W *

EGFP

atgagaggatcgcatcaccatcaccatcacggatccgtgagcaagggcgaggagctgtte
M R G S H H HHHHG S V S K G E E L F
accggggtggtgcccatcctggtcgagectggacggcgacgtaaacggccacaagttcage
T G vv P I L V ETLDGD V N G HK F S
gtgtccggcgagggcgagggcgatgeccacctacggcaagectgaccctgaagttcatetge
v s G E G E G DA AT Y G KL T L K F I C
accaccggcaagctgcccgtgcecctggecccacecctecgtgaccaccctgacctacggegtg
T T 6 K L P V P W P T L V T T L T Y G V
cagtgcttcagccgctacceccgaccacatgaagcagcacgacttcecttcaagteecgecatg
Q C F S R Y P D HM K Q H D F F K S A M
cccgaaggctacgtccaggagecgcaccatcttecttcaaggacgacggcaactacaagacce
P E G Y V. Q E R T I F F K D D G N Y K T
cgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggecatce
R A E V K F E G D T L V N R I E L K G I
gacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacaacagccac
D F K E D G NI L G HI KL E Y N Y N S H
aacgtctatatcatggccgacaagcagaagaacggcatccaggtgaacttcaagatccge
N VvV Y I M A D K Q K NG I Q V N F K I R
cacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacaccccecate
H N I E D G S V Q L A D H Y Q Q N T P I
ggcgacggccccgtgctgectgecccgacaaccactacctgagcacccagtcecegecctgage
G D G P V L L P DNHHYUL S T Q S A L S
aaagaccccaacgagaagcgcgatcacatggtcctgectggagttecgtgaccgecgeecggg
K D P N E K RDHEHEM YV L L E F V T A A G
atcactctcggctag
I T L G *

Puc. S1. HyxiieoTniabple 1 aMUHOKHUCIIOTHBIE MTOCIIeI0BaTeIbHOCTH KOHCTpYyKinid EGFP-IEGRCGS-
pHLIPwt, EGFP-IEGRCGS-pHLIPvar3 u EGFP. I'ekcarucTuinuHoBast OC/IEI0BAaTEIbHOCTD IIOKa3aHa
CHUHHM IIBETOM, (DJTyOpECIICHTHBII OelTOK — 3€JeHBIM, JIMHKep — auiaoBbiM, PHLIPwt u pHLIPvar3 —
opamxkeBbIM. [TocnenoBarensHoCTH ¢ GS-TMHKEPOM MPHUBEACHBI B paboTe, OMyOIMKOBAHHOW paHee
[Frolova A.Yu., Pakhomov A.A., Kakuev D.L., Sungurova A.S., Deyev S.M., Martynov V.I. // Biochem.
Biophys. Res. Commun. 2022. V. 612. P. 141-146. https://doi.org/10.1016/j.bbrc.2022.04.112].


https://doi.org/10.1016/j.bbrc.2022.04.112
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Puc. S2. DnexkropodopeTrueckuii anamu3 ruOpuansix 0eiaxkoB B 12%-wom SDS-TTIAAT: 1 — EGFP, 2 —
EGFP-GS-pHLIPvar3, 3 — EGFP-GS-pHLIPwt, 4 — EGFP-IEGRCGS-pHLIPvar3, 5 — EGFP-IEGRCGS-
pHLIPwt.

EGFP, pH 6.2

EGFP, pH 7.4

Puc. S3. TectupoBanne EGFP na xietkax Hela npu pH 6.2 u 7.4 metonoM kKoH(OKaTEHON

Mukpockonuu. Ciesa HarpaBo: n3o0paxxeHus B 3eneHoM (EGFP, Bo30yxnenne 488 um, nanmyuenne 500—
550 am) u cuaem (Hoechst 33258, Bo30yxnenue 405 am, n3nyuenne 420—470 HM) KaHAIAX
(ryopecueHIn , MPOXOAIIEM CBETe U X HasloxkeHne. MacmraOHbIi oTpe3ok 20 MkM. M300pakeHus

ObLIN IMOJIYYCHBI IPU TCX KC YCJIOBUAX CBEMKU U O6pa6OTKI/I, 4YTO U Ha puUcC. 4.



